1 

SEQUENCE LISTING 



<110> The Brigham & Women's Hospital, Inc. 
Farzan, Michael R 
Dorfman, Tatyana K 

<120> Peptides Binding gp!20 of HIV-1 

<130> 7570/B0211 I 

<160> 6 

<170> Patent In version 3.1 



<210> 1 

<211> 19 

<212> PRT 

<213> Homo sapiens 

£ 3) C» 3 r U ^ 3> f r f f w 

Gly Gly Glu Asp Gly Asp Tyr Leu Ser Asp Pro Phe Tyr Tyr Asn His 
15 10 15 

6 M D 

Gly Met Asp 



<210> 2 

<211> 18 

<212> PRT 

<213> Homo sapiens 



<400> 2 

9 V P n)D Y»-D Y * P £ K ^ 

Pro Tyr Pro Asn Asp Tyr Asn Asp Tyr Ala Pro Glu Glu Gly Met Ser 
15 10 15 

Trp Tyr 



<210> 3 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 3 , 

G>D ^ * x> r is o> t> *< V < a Ki> 

Gly Asp Tyr Ala Asp Tyr Asp Gly Gly Tyr Tyr Tyr Asp Met Asp 
15 10 * 15 



<210> 4 
<211> 24 



<212> PRT 

<2l3> Homo sapiens 



^VjP 6 \/ ift A A^D V ft i) . V D 

Asn Ser lie Ala Gly Val Ala Ala Ala Gly Asp Tyr Ala Asp Tyr Asp 
1 5 10 15 

Gly Gly Tyr Tyr Tyr Asp Met Asp . 
20 



<210> 5 

<211> 21 

<212> PRT 

<213> Homo sapiens 

Asp Val Gly Pro Asp Trp Asp Asn Asp Asp Tyr Tyr Asp Arg Ser Gly 
1 5 10 • .15 

Arg Gly Val Phe Asp 
20 



<210> 6 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 6 . 

Arg Asn Pro Asn Tyr Asp Glu Asn Ala Asp Tyr Ser Thr Val Tyr His 
15 .10 15 

Tyr Met Asp 



o 
z 


1 "5 9 
1 3z 


i nn 
1 uu 


. u 


9 Q 

z y 


Q 
O 


7\ no 4 R 7 £ £ 
/A1JK4 3 / b b 


AH-T4R766 Hoa^ru rha 
nUl 4 3 / O O ncaVy L>Ild 


3 


Q 9 
y Z 


6 Q 

b y 


. / 


1 3 


Q 
0 


7\ no R 7 R fl 
ADK4 D /JO 


Arir*4 c .7 c »fl Donfi Ho H 
AQI4 J / 30 reptlUc U 


/ 

4 


bo 


4 7 

4 / 


. / 


3 y 


b 


Ad U3 b 0 4 3 


AKn c ,6fi47 Rr>MT/A Hr 
ADU30043 DOLN 1 / A tlC 


C 


C 7 

b J 


/i 7 


7 


IOC 

1Z3 


Q 
0 


2\ no 7 Q C A C 


Aur3ob4b nouse nea 


b 


C 9 

bZ 


A 7 
4 / 


n 
. u 


C Q 

3 y 


b 


7\pnc6Rq9 
fld u 3 b o y z 


AHn^6flQ9 RnMT/A Hr 
AJ3U300yZ DOLN1/M. flC 


7 


6 9 
bz 


4 7 
4 / 


. u 


i oc 
1 Z 3 


p 
o 


n no 7 R 64 fl 

nUKj 0040 


AH-r7ft64fl MnnQo hoa 
ACH3 0O4 0 HUUbc Ilea 


Q 

o 


6 i 
b i 


4 £ 
4 b 


9 


9 4 fl 
Z 4 0 


p 
o 


a nD 9 fl n 6 7 

nUKi 0 U O / 


AHr*9ft067 MPR 1 \/r» 
nui^ouo / iNirD puiyp 


Q 
y 


3 0 


4 1 
4 1 


7 


9 £4 
z b 4 


7 

i 


2\ nrofl 9 Q 7 

HUUU o z y 3 


AHr»0R9Q7 Di ro »-v t r\ t- 


i n 


3 3 


4 1 
4 1 


7 


9 6 4 

Z D 4 


7 

1 


ARMQ 079 c 


AHmQ0 7 9^ Di rp aK-i n 


1 1 
i x 


■J D 


4 1 

4 1 


7 

a / 


9 67 

Z vJ / 


7 

i 


anrnp 04 6 


AHnOR046 Ri pp nrnh 


1 9 


DO 


4 1 
4 1 


7 


9 67 
Z b / 


7 


7\ OMR CCR0 
/ADlYlO b 3 0 Z 


AHmR6Rfl9 Di ro aHio 
AJ3II10 03 0Z t\lLc dJJlO 


1 7 


^ 4 
3 4 


4 n 

4 U 


Q 

. y 


R9 
3 Z 


b 


a un c 6 fl q 1 

nDUO 0 0 y 1 


ADU300yi DON1/A rlC 


1 4 

X 4 


^ 7 


4 n 

4 U 


9 


I 1 Q 

I I y 


Q 

y 


an770Q79 
t\UL 1 U 0 / Z 


AH«770ft79 Unman T rr 

aqz / uo /z nunian ig 


1 3 


R 7 
3 3 


4 o 

4 U 


. Z 


I 1 Q 

I I y 


q 
y 


ZHTR9fiq44 

hildz o y 4 4 


AciK9RQ44 Unman an-t* 

AcDZoy44 nunian ant. 


1 6 
1 0 


^7 
3 0 


4 n 

4 U 


9 
. Z 


IOC 
1 Z 3 


q 
y 


7\ nY7 R 1 6 6 
nU I / 3 1 0 b 


AH\77^1 66 An+-iHrvHw 

ndy / jioo Antiooay 


1 7 
1 f 


C o 
3 3 


4 n 

4 \J 


9 
. z 


1 3 Z 


c 

3 


ADJ34 (410 


A Kh 4741R T i cf or-i a 
ADD 4 ' 410 LloLclld 


1 fl 

1 0 


C o 
3 3 


4 n 

4 U 


9 
. z 


1 4 Q 1 

1 4 y i 


1 u 


at? T 9 4 9 0 7 

AHi 1 Z 4 Z U 3 


9 / 9 m T on Ann a e ^ 

/\eiz4zu3 Leuconost 


x y 


3 3 


4 n 

4 U 


9 
. z 


1 4 Q 1 
1 4 y i 


1 u 


air t R 7 7 7 ft 

Hil» 13 3 3 3 0 


Ao-i 7 7 7 fl T TTiD cani- 
ne 13 3 3 3 0 1» . IUcocn L 


9 o 
z u 


R 7 
3 3 


4 n 

4 U 


9 
. z 


1 cot 
1 3Z / 


c 

3 


aanftOO^R 

A A UOUUj J 


j\ an pnn ^ c t An a An a <> f 

AaU0UU33 LeUCOnObC 


9 1 


3 3 


4 n 

4 U 


9 
. z - 


i cot 
1 3Z /■ 


7 
1 


21 HP R 4 R 0 7 
AUL*3 4 0U / 


AU.C340U/ LcUCOnOSl 




*S7 


4 0 


. 2 


1527 


10 


AFT? 4 ? 01 


Api 94901 T,Piirnno<;f 


9 7 
z 3 


S 7 
3 3 


4 n 

4 U 


9 
. z 


1 COT 
1 3 Z / 


1 0 
1 w 


a.FTC777£ 

t\Z> 13 3 3 3 0 


7\ a ~i C777C -T mo o o n 

ncio jjjo ii . me bene 


9 4 
Z 4 


^9 
3 Z 


3 y 


. 4 


1 D 


q 
y 


a nY7 R 1 7 7 

AJJ I ( Jl / 3 


Ar1\/7R177 Unfi hnHu 
ndy / 3 1 / 3 An L. lJJOQy 


9 R 
Z 0 


R 9 
3 Z 


3 y 


. 4 


7 9 
/ Z 


i n 
1 u 


ATT T46oqq 
AHiU 4 b u y y 


Ao-i4600q Hnmon 109 

Ae_)4buyy nuinan iuz 


9 6 
Z D 


R 9 
3 Z 


7 Q 

3 y 


. 4 


i oc 

1 Z 3 


i n 
1 u 


aPT6471 0 
A£j 1 b 4 / 1 U 


Aeib4 ( iu Anui Aug 


9 7 
Z f 


R9 


7Q 
3 y 


. 4 


14 0 
1 4 U 


c 

3 


ARP0A0R9 
AD t U 0 U 3 Z 


AHr\0fl0 c: i9 Unman APT? 
ADpU0U3Z rlU.lU.an vjr\c 


9 ft 
Z 0 


R 9 
0Z 


7 Q 

3 y 


. 4 


r n 9 
o u z 


b 


a DTT4 CO/l 
AdU 4 3 3Z 4 


ADU433Z4 rlOLGin e 


9 Q 

z y 


3 1.3 


3 y 




19 9 
1 z z 


i n 
1 u 


aTTT64 c >fl6 
AIj 1 b 4 3 0 0 


Aeib430b Anui Ang 


o 


3 1.3 


7 Q 

3 y 


A 

. u 


Q 1 4 
0 14 


c 

3 


a am 7 R Q 6 

AAU1 / 3 O b 


AaOi/3ob i*i catarrn 


7 i 
3 i 


CI c 

3 1.3 


*5 Q 

3 y 


n 


o 1 o 




aatal QQ/i c 

aadi y y 4 3 


AaDiyy43 Moraxeiis 


7 9 


CI c 

31.3 


3 y 


A 

. u 


1 0 1 R 
1 U 1 0 


b 


aRI"F7fi 67 A 
ADU 3 0 b / 4 


3\Vmi T Q CI / Dv>A+-A-5-n A 


77 


Ji • J 




A 
. u 




7 

1 


ARH77 Q1 7 

nDU / / y X Z 


1ma7 7 Q 1 9 DconHAmAn 


74 

3 4 


R1 
3 1 


3 0 


a 
. u 


1 9 R 
1 z 0 


a 

D 


A AH9 Q ^4 6 
rirtvJZ y 3 4 O 


A ao9 Q ^ 4 6 * Hnma n 7 7 
AaO Z y 3 4 0 nUITla n / . 3 


7 ^ 
.3 3 


S 1 
3 1 


3 0 


. D 


1 9 R 

1 Z 0 


D 


AR<77 1 Q0 R 
nDu / 1 y U 0 


SKa-7 1 q A fl Unman a n +■ 

ADg/iyuo nunian ant 


7 6 


S 1 
•J X 


J o 


. D 


1 9 R 
X z. o 


i n 

1 u 


AFP,4 1177 

n£jU4 11 JJ 


a^n*41 1 77 U 1 1 Tri an a n 

Meg4ii33 nuiiian ariL 


7 7 

3 / 


cn C 
3 U . 3 


3 0 


. 3 


Z 3 3 


c 

3 


adf 4 4 y / 0 


ADp44y/o Human tJLy 


7 R 
3 0 


3 U . 3 


7R 
3 0 


o 
. 3 


oco 
Z 3 3 


7 
1 


a nr ocfinc 

AUljy 3 0 U 3 


Aagy3oU3 bingie cn 


7 Q 
3 y 


3 U . 3 


R 
3 O 


. 3 


9 m 

Z 3 3 


q 
y 


AIT n7 7 fl "C fl 
AHj U / / 0 3 0 


aAH77RCQ Unman P. T 

Aea / / o 3 o Human d i< 


4 U 


cn c 
3 U . 3 


7R 
3 O 


. 3 


R fl 1 
3 U 3 


q 
y 


ap , n4 i q 7 o 

A£jD4 i y 3 u 


Aeb41930 L. pneumo 


4 1 


^o ^ 


•J o . 


-1 
. -J 


C 1 4 


q 


ARR7 ft 7 01 


AqV^7A701 T *-v n q n m r~\ 

ncDJO (Ui ii. pneumo 


4 2 


so 


j / 


Q 


1 Q 




AF.T4C06? 


Afa-i4SQ69 Human 109 
riej4 3yoz nuiuaii IUZ 


4 3 


4 y . 3 


^ 7 
3 / 


. 3 


OCT 

Z 3 3 


3 


anD/i C7C£ 
Abr fl 3 / b b 


ADp43/bb Human HLy 


44 


49.5 


37 


.5 


253 


7 


ADG96593 


Adg96593 Single' ch 


45 . 


49.5 • 


.37 


.5 


253 


9 


AED78646 


Aed7 8 64 6 Human B L 



ALIGNMENTS 



RESULT 1 


ADR45759 


ID 


ADR45759 standard; peptide; 24 AA. 
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18-NOV-2004 (first entry) 
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Peptide derived from antibody region binding to HIV-1 gpl20. 
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gpl20; human immunodeficiency virus type 1; HIV-1; sulphated tyrosine; 
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viral surface; immune cell; HIV-1 entry; AIDS; HIV infection; 
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CCR5 receptor. 
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SCORE Search Results Details for Application 10772089 
and Search Result 20070614_092222_us-10-772-089- 
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Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suggestions 

This page gives you Search Results detail for the Application 10772089 and Search Result 
20070614_092222_us-10-772-089-4.rag. 
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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: June 14, 2007, 11:07:26 ; Search time 259 Seconds 

(without alignments) 
45.344 Million cell updates/sec 

US-10-772-089-4 
132 
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Title: 

Perfect score; 
Sequence : 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2782304 seqs, 489333398 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

• Maximum- Match 100% 

Listing first 45 summaries 



2782304 



Database : 



A_Geneseq_200701 : * 

1 : geneseqpl980s : * 

2 : geneseqpl990s : * 

3 : geneseqp2000s : * 

4: geneseqp2001s : * 

5: geneseqp2002s : * 

6 : geneseqp2003as : * 

7 : geneseqp2 003bs : * 

8 : geneseqp2004s : * 

9: geneseqp2005s : * 

10: geneseqp2006s: * 

11 : ,geneseqp2007s: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 
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No. Score Match Length DB 
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Description 



1 132 100.0 . 24 8 ADR45759 



Adr45759 Peptide d 



